Moreton Bay WSD

ezitlors i WS

7 Nov 2016 - onEFards

prawn arms Al

.
. "' dc
y ! Sold Coast
« |
7 S (7 sﬁ gr] RTAWITIHETITIErSEASSOCIation (ARPFA) Conference 10 November 2023
Al PCatN R L7 0
~ = A 8! i
[ 18-00949-01 (Australia) QLD WSSV
~ S g | 17-01926-28 HiSeq (Australia) ~ Whole genome
{ ¢ ] 17-01926-28 M|Se (Australia)  sequences
I At s ; . aia) (2016-2020)
v < < 4 ¢ . J 794 01 Austraha
g - 16-03908-02 (Australia
16—04794-01_Ion%(Auslra|ia)
T995471 (China)
= MF768985 (Australia)
880, 17— 05877—13 Thailand)
100 04872-0002 {Bangladesh) =
17-04872- 0005(Bangladesh) Country
KY827813 (China)
v . . 0 — o 17-0331 (Chma - Retail) ® Australia
. DigskFish Services Pt e p——
\ A e ina — Retai
Byron Bay b 100 17-05677-.11 (Thailanc) o
05877-09 (Thailand)
17-05877-0007 1Thalland) China
17 05\/8[7;30[_9\03 (Thailand) Ecuador
‘.L 17 05875 04 Vietnam Egypt
« ennox Head 3 (Viet
“®lismore . e V:;E:"m‘} india
Vietnam e
®casino Ballina 1087208 (Vletnam ) ® Indonesia
17-05875-05 (Vietnam Japan
17-05875-11 (Vietnam
el e
ietnam’
17-05875-08 (Vietnam Mesio
i 100 17-05877-05 (Thailand) South_Korea
. . 17-05877-01 (Thailand)
WSSV incursion, Yamba s e
(Vietnam - Retai i
) ] 17-05875-0002 (Vietnam) Thelland
17-03190 (Vietnam - Retail) USA
17-02444 (Vietnam - Retail)
17-02906 (Vietnam - Retail) | Vietnam |
23-00793-03-01 (Austral -
A u 2 0 2 2 23-00793-01-01 (Austral
23-00584-02 (Australia)
%3'08284 01 i NSW WSSV whole genome sequences (2023)
23-00793-02-01 (Australia)
23-00793-04-01 (Australia)
e g,
s e Au:ggl::} NSW WSSV whole genome sequences (2022)
’ b07-06 (Japan)
07-0005 1Japan)
7 (J ;
SER V ICES 207-001 (apan)
003225 (China)
P5472 (China) 0570 (T )
o AF44 aiwan
“.G(aﬂ n VVVVW.d'gSf'Sh .COI I I 97 » 17-04890-07 (Indonesia)
0 -05 (Indonesia)

04890
Imagery Date: 12/14/2015  29° 40.290' S 156° 12.158' £ Mgy > 17-04850-15 (ndoress



WhatTs White Spet Disease —
ANRIEISpot Diseasel (WSD) is catsed:by White

SHOESYIIC OINE TUSHANSS hich emerged
from Cfru - sy 1997 e <

WSSyl fects all decapod crustaceans,:planktonic
COPER @f’s polychaetes, insect larvae from
raleleli e, ‘brackish and freshwaters.

T4 S an OIE Listed notifiable disease - reported in
—-—{""‘33+ countries. Causes disease when hosts are
~ stressed or held at high density.

AZoopIankton reservoirs, and free virus survives in
water 30-40 days (25-30°C). I.e. Difficult to

eradicate.




VWS D ISTOFAIR Australia -

WSSV Was detected in crustaceans Danwin
Iture facility in December 2000

. nwect,é@ mals ozer
irnoe )rixie prawns (mlslabelled as locally caught).

. r\L%ponn ‘undertaken, affected facilities
Jem tamlnated Virus did not become established.

=/ VAl s'ralla remained WSD free and managed to keep
~:tﬁé Virus out for another 16 years.

AUntll biosecurity breakdown at international border
preceded outbreaks of WSD in prawn farms along
the Logan River (SE QLD) in November 2016.
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WISHYOntNTeak LogairRiver Now2016%
CHDISE c.@(. pread rapldjﬂ;gﬁtijace'n S 0N Index

iRl AVIthin (7 0ays; While-tiagnostics were-being
uniclzrtakEaiigiiaunchoaii g el
SeeierGovernment authorities attempted eradication.
BVERthemext 2'months (Dec 2016- Feb 2017) the

JL,)uc foutbreak spread to all operational prawn
== f" ‘S‘aiong the Logan River.

'1_n_March 2017 WSSV found in wild crustaceans In
~ northern Moreton Bay.

A Epidemiology suggests source of WSSV on all prawn
farms along Logan River was via intake water.
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rd A Moreton Bay March 2020 Surveillance A ot .
G Delimiting stivelllane
(65 © * Negative ¥ . .
< . MASANSSV in'wild
S “5)\:Yl',d':l— = N/A CrabS/ prawns In
Morayfield

iganal PISCEL0 BE)
(summer only) in 2017,
2018, and 2020, but

not 2019.
A WSD again in some
farms along Logan R. in
>/ kam e April 2020.
> A Surveys of vectors in
o B March/April 2020

suggested WSSV was
established in the zone
y in non-commercial

% crustaceans.

g M1 e

Russell Island
L




wWS}SV IncursionYameaAug 2022 s

“4¢y. | Moreton Bay WSD LR NSV\bhtsﬁﬁcally WSSV

- 7 S Biosecurity Zone -
, L free untilfAugust: 2022.
AoFhine Nov 2016 - onwards >
e LT VNS DI broodstack
e ol Penaeus monodonin
alp: 2 ML hatchery at Farm A at
g Yambaon Clarence R.,
IO Al c. 200 km S of M Bay.
Y ;¥ 1200 Km
NSW | A Broodstock collected
| from mouth of Clarence
e e R. in Jul/Aug.
WSSy incursion, ANT br(_)odstock also +tve,
/ Yamba, Aug 2022 most likely due to cross-
contamlnatlon within
P S e e~ MM hatchery:. )

®Grafton



jeursionYaibaAug 20
e Sto

5&; ,exp®s€d to stressful

i

T tems on trawler deck.

A Stress test likely
expressed underlying
WSSV infections.

A Little chance of
preventing spread via
cross-contamination in
confined hatchery.

A Infections picked up
;] during Genics

diagnostic checks. |
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ID suggests NSW
WSSV not from
QLDT separate
Incursion?
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NSW WSSV whole genome sequences (2023)
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similar to 2022
strain.
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